Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.963, T max = 0.971 7699 measured reflections 3458 independent reflections 2755 reflections with I > 2(I) R int = 0.038 Refinement R[F 2 > 2(F 2 )] = 0.047 wR(F 2 ) = 0.140 S = 1.10 3458 reflections 244 parameters 12 restraints H-atom parameters constrained Á max = 0.32 e Å À3 Á min = À0.34 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 5 2 ; y À 1 2 ; Àz þ 1 2 ; (ii) x; y À 1; z.
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of the title compound showing displacemment ellipsoids at the 50% probability level. H atoms are presented as a small spheres of arbitrary radius. (6) N2 0.0454 (9) 0.0529 (11) 0.0315 (9) −0.0075 (8) 0.0002 (7) 0.0006 (7) O1 0.1060 (14) 0.0885 (13) 0.0440 (9) 0.0542 (11) −0.0236 (9) −0.0251 (9) O2 0.0547 (9) 0.0492 (8) 0.0477 (8) −0.0111 (7) 0.0076 (7) 0.0070 (7) 0.0308 (9) 0.0395 (10) 0.0319 (9) 0.0018 (7) 0.0046 (7) 0.0029 (7) C9 0.0346 (9) 0.0489 (11) 0.0327 (10) 0.0020 (8) supplementary materials sup-7 Fig. 1 
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